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Conclusion:

*The ChIP library isolated authentic ER
regulatory elements that are SERM-specific
regulatory elements (SERM-RE), activated
by the SERMSs, but not estradiol

*SERM-specific regulatory elements and
endogenous genes are regulated in a tissue
specific and ER subtype selective manner by
SERMs

*Transcriptional activation by SERMs is
mediated by distinct patterns of co-activator
recruitment and possibly by other
coregulatory proteins and transcription
factors
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